Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; disorder in main residue; R factor = 0.059; wR factor = 0.127; data-to-parameter ratio = 10.6.
The asymmetric unit of the title compound, C 25 H 31 NO 4 , contains two independent molecules. In one molecule, the benzene ring and an attached methoxy group were refined as disordered over two sets of sites in a 0.65 (4): 0.35 (4) ratio. In both molecules, the central ring of the acridinedione system adopts a flattened boat conformation. The four essentially planar atoms of this ring [maximum deviations = 0.006 (5) Å in both molecules] forms dihedral angles of 86.8 (2) and 87.6 (2) , respectively, with the major and minor components in the disordered benzene ring and 87.3 (2) with the benzene ring in the fully ordered molecule. The two outer rings of the acridinedione system adopt sofa conformations in both molecules. In the crystal, N-HÁ Á ÁO hydrogen bonds form two independent chains along [100] . C-HÁ Á ÁO hydrogen bonds link the chains, forming a three-dimensional network. (1998, 1996) . For related structures, see: Balamurugan et al. (2009); Zhao & Teng (2008) ; Kant et al. (2013a,b) . For ring conformations, see: Duax & Norton (1975 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1 2 ; Ày þ 1; z; (ii) x þ 1 2 ; Ày; z; (iii) Àx þ 1 2 ; y; z À 1 2 ; (iv) Àx; Ày þ 1; z þ 1 2 .
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Figure 2
The packing arrangement of molecules viewed along the b axis. The dashed lines show intermolecular C-H···O and N-H···O hydrogen bonds. Only H atoms involved in hydrogen bonds are shown. The disorder is not shown. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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